Introduction
The family Apiaceae includes approximately 450 genera and 3700 species (Pimenov, 2004) . The Asian countries with the greatest Apiaceae diversity include China, Turkey, Iran, Russia, and Kazakhstan. Turkey shows the highest diversity in Asia and probably in the world, with about 160 endemic species in 44 genera (Davis, 1988; Güner, 2000; Pimenov, 2004 Pimenov, , 2005 Pimenov, , 2011 Duran, 2005 Duran, , 2011 Özhatay, 2006; Kandemir, 2007; Sağıroğlu, 2007 Sağıroğlu, , 2010 Adıgüzel, 2011; Genç, 2012; Uzunhisarcıklı, 2013; Güner, 2013) . The genus Dichoropetalum was recently resurrected by Pimenov, who assigned six sections within the genus: Strida, Scoparia, Johreniopsis, Parajohrenia, Holandrea, and Dichoropetalum. Dichoropetalum contains 30 species (including this new species), 14 of which are distributed in Turkey (Pimenov, 2007 (Pimenov, , 2011 .
The Alanya region, from which the new species is described, is a very interesting area from the aspect of plant diversity as it is very rich in local endemics, including Dichoropetalum longibracteolatum (Parolly & Nordt) Pimenov Bilgili & Selvi (Duman, 1994 , 1999 , 2001 Özhatay, 1995; Aytaç, 2004; Sağıroğlu, 2010; Duran, 2011; Pimenov, 2011; Bilgili, 2012) .
For the first time, Dr Hayri Duman collected some interesting Apiaceae specimens in 1998 from the AlanyaErik Stream region. Then, in 2006 and 2007, Dr Bilgili and Dr Sağıroğlu collected some similar specimens from several localities of the Alanya-Hisar Mountain. After critical literature reviews (Korovin, 1951; Zohary, 1966; Chamberlain, 1972; Rechinger, 1987) and herbarium surveys (ANK, HUB, GAZI, E), we decided that the specimens should be evaluated as a new species under the genus Dichoropetalum based on the taxonomic treatment of Pimenov et al. (2007) .
The aim of this study is to describe a new Dichoropetalum species based on morphology, ecology, mericarp micromorphology, and molecular phylogenetic data. Table 1 . An extraction followed the procedure of Doyle and Doyle (1987) (2X CTAB method), but some modifications were applied. DNA samples were isolated for every genotype and concentrations were determined by NanoDrop. DNA samples were diluted to 25 ng/µL. Stock DNAs were kept at -80 °C.
Sequencing reactions
The ITS1-5.8S-ITS2 rDNA region was amplified using the following primer pair (White et al., 1990) : ITS-4 (50-TCCTCCGCTTATTGATATGC-30), .
PCRs were performed in 25-µL reactions containing 12.9 µL of ddH 2 O, 2.5 µL of 10X reaction buffer, 2.5 µL of 25 mM MgCl 2 , 2.5 µL of 5 mM dNTPs, 1.25 µL of each 10 µM primer, 0.1 µL of Ampl. Taq (5 U µL -1 ), and 1 µL of dimethyl sulfoxide (DMSO). PCR amplification began with initial denaturation (94 °C, 2 min), followed by 35 cycles of denaturation (94 °C, 1 min), annealing (60 °C, 1 min), and extension (72 °C, 2 min) with a final extension (72 °C, 5 min) in a thermocycler (Eppendorf, Applied Biosystems). The resulting PCR products were checked on a 1% agarose gel.
PCR amplification and sequencing procedures were performed for the nuclear regions used in this research. Purified PCR products (QIAquick Spin PCR Purification Kit, QIAGEN) were sequenced following the manufacturer's instructions. Sequencing was performed with either BigDye Terminator RR Mix (Applied Biosystems) and visualized on a CEQ 2000XL DNA Sequencer (Beckman Coulter), or with an ABI PRISM BigDye Terminator Premix Cycle Sequencing Kit and visualized on an ABI PRISM 377 Automated Sequencer (Applied Biosystems).
Alignment and phylogenetic analyses
Sequences for the above-mentioned taxa were edited using SEAVIEW (Galtier et al., 1996; Gouy et al., 2010) and were aligned with MUSCLE under default parameters (Edgar, 2004) followed by manual adjustment. The alignment of the datasets required the introduction of numerous single and multiple-base indels (insertions/deletions). Positions of indels were treated as missing data for all datasets. The ML analyses were performed for the datasets and parametric bootstrap values for ML were calculated in the program SEAVIEW based on 1000 replicates with one search replicate per bootstrap replicate. lax), central umbel rays 7-10 (not 12-15), mericarps 3-5 × 1.5-3 mm (not 6-8 × 3-4 mm), and stylopodium conical (not depressed). Description: Perennial, polycarpic, glaucescent, completely glabrous. Rootstock thin, with weakly fibrous collar, up to 1 cm in diameter. Stem 30-70 cm, intensively branching, terete, sulcate, glaucous, glabrous, 2-5 mm in diameter at base. Basal leaves numerous, linear in outline, 6-20 × 1-3 cm; petioles 2-6 cm; lamina bipinnatisect, glabrous; ultimate segments linear-lanceolate, 4-7(-10) × 1-2 mm, terminal segments deeply divided (2-3 pairs), acute. Lower cauline leaves reduced with few segments, ±amplexicaul. Middle and upper cauline leaves very reduced, semiamplexicaule, sheath-like, linear-lanceolate, 1-5 × 0.2-0.5 cm, membranous, glaucescent, lamina absent. Inflorescence dense paniculate-corymbose. Umbels up to 5 cm in diameter. Rays 7-10(-12), 1.5-3 cm long. Bract usually absent, rarely 1-2. Bracteoles 1-3, linearlanceolate, 1-1.5 mm long. Umbellules with 7-10(-12) flowers. All flowers hermaphroditic; sepal inconspicuous; petal yellow, 1-1.5 mm deflexed. Fruiting pedicel 1-2 mm long, ±equal. Mericarps elliptic, 3-5 × 1.5-3 mm, glaucous when ripe; dorsal ridges conspicuously filiform, lateral wings 0.2-0.5 mm wide; stylopodium short conical, 1 mm long; styles c. 1 mm long reflexed; stigma capitate; dorsal vittae per vallecula 1, commissural 2. Fl. 6-7, Fr. 7-8. 
Results

Morphology and taxonomy
Distribution and ecology
Dichoropetalum alanyensis is endemic to South Anatolia (Antalya-Alanya region) and thus belongs to the East Mediterranean floristic element. The specimens were collected from Alanya (Antalya Province), where the species appears to be restricted and local (Figure 2 
Conservation status
Dichoropetalum alanyensis is an endemic species known only from two localities. According to our observations and field studies, we determined that the area of occupancy of the new species is less than 2 km 2 , the population size of it was estimated to be fewer than 200 mature individuals, and the population size could be reduced in the near future based on local grazing pressure. Therefore, we concluded that the conservation status of the new species should be evaluated as 'Critically Endangered (CR)' in accordance with IUCN criteria (2011).
Discussion
According to recent taxonomic study and multivariate analysis of the genus Peucedanum s. amplo (Pimenov et al., 2007) , the genus Dichoropetalum is resurrected and some species from the genus Peucedanum were transferred to the genus Dichoropetalum because of their inconspicuous sepals, smaller ultimate segments (shorter than <1 cm), sessile or petiolulate primary segments, and dentate or lobate leaf lamina. Our careful morphologic studies showed that our new species must be placed in the genus Dichoropetalum rather than the genus Peucedanum. In accordance with literature and herbarium surveys and molecular data, we concluded that Dichoropetalum alanyensis is close to D. chryseum and D. seseloides. However, D. alanyensis clearly differs from them. In Table  2 , diagnostic morphological differences among the species are given.
The distribution patterns of Dichoropetalum alanyensis, D. seseloides, and D. chryseum are given in Figure 2 . As it is given, D. alanyensis is restricted in the Alanya region in South Anatolia. However, D. seseloides (Syn.: Peucedanum meyeri) is distributed in Northeast Anatolia, East Anatolia, Caucasia, North Iran, and Khorasan (Chamberlain, 1972) . D. chryseum is an endemic species and distributed in West, South, and adjacent parts of Central Anatolia (Chamberlain, 1972) (Figure 2) .
According to the SEM micrographs, the mericarp surface sculpturing pattern of Dichoropetalum alanyensis is regular reticulate with distinctly tetrangular or pentangular cells, whereas D. chryseum is irregularly reticulate-striate and colliculate to corrugate with inconspicuous and complicated cells (Figure 3) .
The maximum likelihood tree derived from analyses of the combined nrDNA ITS sequences of Dichoropetalum alanyensis and related taxa with bootstrap value (Figure 4) . The length and composition of the ITS4/ITS5 gene region sequenced were used for analyses. Nucleotide sequences will be deposited in GenBank. The nuclear ITS4 and ITS5 sequences in Dichoropetalum varied with an average of 631 bp. After alignment, the final dataset consisted of 686 positions. The dataset was analyzed by ML method (PhyMl ln(L) = -1519.5 sites, HKY85 model in 1000 replicates) and the bootstrap value was calculated in SEAVIEW (Galtier et al., 1996; Gouy et al., 2010 (Figure 4 ).
The length and composition of the ITS4/ITS5 gene region sequenced were used for second analyses. Variation of the nrITS marker among Dichoropetalum alpinum, D. chryseum, and D. depauperatum had similar characters and differs from D. alanyensis in 214 characters. ITS sequence variation is very high in these species. These characters are given in Table 3 . 
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